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All quantitative data presented in the manuscript are contained in the source data file, which is provided with this paper. Additional data are available from the
corresponding authors upon request. A reporting summary for this Article is available as a Supplementary Information file. Our structure of capped barbed end is
deposited in Protein Data Bank PDB, PDBID:7PDZ, EMDB-13343 [http://dx.doi.org/10.2210/pdb7pdz/pdb]. The previously published structure of the dynactin
complex30 is available in the Protein Data Bank PDB, PDBID:5ADX [http://dx.doi.org/10.2210/pdb5adx/pdb]. The previously published structure of monomeric actin
in complex with the WH2 domain of WASP51 is available in the Protein Data Bank PDB, PDBID: 2A3Z [http://dx.doi.org/10.2210/pdb2a3z/pdb].

We did not use any statistical tests to predetermine sample size, but adhered to established practices in the field. The chosen number of
filaments, network tails and cells was sufficiently large to yield mean values for each experimental replicate that were very similar.

Data were not excluded from analysis

All results presented were replicated in at least three independent experiments. Replication attempts were successful and were consistent
with result obtained by orthogonal methods where applicable.

Actin networks, actin filaments and cells used for imaging were selected randomly from large data sets. All cells that passed quality control
were analyzed equally with no sub-sampling and thus, there was no requirement for randomization.

Investigators were not blinded during and data analysis or group allocation, since each experiment was performed by one researcher alone.

Blinding during group allocation was not possible to ensure that samples received the right experimental condition during the experiment.

Blinding was not performed during data analyis since data collection and analysis were performed by the same researcher.

anti-CAPZB (mouse monoclonal, DSHB Cat# mAb 3F2.3) used 1:1000

anti-CAPZA1 (mouse monoclonal, BD Transduction Laboratories, Cat#612460) used 1:5000




